Key indicators: single-crystal X-ray study; T = 200 K; mean (C-C) = 0.003 Å; R factor = 0.027; wR factor = 0.074; data-to-parameter ratio = 14.9.
Related literature
For metal complexes of 3,5-bis(2-pyridyl)pyrazole, see: Klingele et al. (2009) ; Yoneda, Adachi, Hayami et al. (2006) ; Yoneda, Adachi, Nishio et al. (2006) ; Ishikawa et al. (2010) ; Mishima et al. (2011) ; Washizaki et al. (2012) . For an example of a coordinated hexafluorophosphate ion, see: Noro et al. (2011) .
Experimental
Crystal data [Cu 2 (C 13 H 9 N 4 ) 2 (F 6 P) 2 ] M r = 859.52 Monoclinic, P2 1 =c a = 6.3558 (4) Å b = 21.2388 (14) Å c = 10.9252 (9) Å = 95.753 (2) V = 1467.36 (18) Å 3 Z = 2 Mo K radiation = 1.67 mm À1 T = 200 K 0.50 Â 0.15 Â 0.10 mm
Data collection
Rigaku R-AXIS RAPID diffractometer Absorption correction: multi-scan (ABSCOR; Higashi, 1995) T min = 0.603, T max = 0.845 23498 measured reflections 3364 independent reflections 3035 reflections with F 2 > 2(F 2 ) R int = 0.028 Refinement R[F 2 > 2(F 2 )] = 0.027 wR(F 2 ) = 0.074 S = 1.05 3364 reflections 226 parameters H-atom parameters constrained Á max = 0.44 e Å À3 Á min = À0.19 e Å À3 Table 1 Selected bond lengths (Å ).
Cu1-F1 2.4027 (14) Cu1-N1 i 2.0698 (15) Cu1-N2 i 1.9393 (16) Cu1-N3 1.9405 (15) Cu1-N4 2.0577 (17) Symmetry code: (i) Àx; Ày þ 2; Àz þ 1. Table 2 Hydrogen-bond geometry (Å , ). Symmetry codes: (ii) Àx À 1; y À 1 2 ; Àz þ 1 2 ; (iii) Àx þ 1; Ày þ 2; Àz; (iv) x þ 1; y; z.
Data collection: RAPID-AUTO (Rigaku, 2002) ; cell refinement: RAPID-AUTO; data reduction: RAPID-AUTO; program(s) used to solve structure: Il Milione (Burla et al., 2007) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: CrystalStructure (Rigaku, 2010) ; software used to prepare material for publication: CrystalStructure. donors by deprotonation; the two N atoms in a pyrazole moiety and two N atoms in pyridine moieties. This ligand can bind to metal ions by behaving as a bidentate or as a tetradentate ligand and would be possible to form various coordination modes (Yoneda, Adachi, Hayami et al., 2006; Yoneda, Adachi, Nishio et al., 2006) . In particular, two bpypzions form a planar dinuclear complex by chelating two metal ions at equatorial position (Washizaki et al., 2012) . The dinuclear complex has unique coordination sites at the apical positions, which can trap ions hardly to coordinate. We have previously reported the dinuclear complex with coordinated hydrogensulfate ions at the apical sites (Mishima et al., 2011) . The complex consists of a planer dinuclear complex and two hydrogensulfate ions, and forms a 1D chain with methanol molecules by hydrogen-bonding interactions.
The title planer dinuclear Cu II complex with two PF 6ions has a similar structure to the above complex. The basal plane in the complex is formed by four N donors of two deprotnated tetradentate bridging bpypzligands. Cu-N distances are Cu-N1 2.0698 (15) Å, Cu-N2 1.9393 (16) Å, Cu-N3 1.9405 (15) Å, and Cu-N4 2.0577 (17) Å. Cu II ions are each penta-coordinated by occupying PF 6ion at apical positions in the opposite direction and form a near ideal squarepyramidal coordination environment with t value of 0.068. The distance of Cu-F1 is 2.4027 (14) Å. To the best of our knowledge, the crystal structure report of PF 6coordinated Cu II complex is only a few examples (Noro et al., 2011) . The adjacent dinuclear complexes are stacked in columns through a weak π-π stacking interaction between pyridyl and pyrazol rings of the bpypzions (centroid-centroid distance 3.879 Å) and C-H···F hydrogen bonds between the bpypzand the PF 6ions ( Table 2 ). The C-H···F interactions are expected to be weak because of the low acidity of C-H system. However, the interatomic distances are in close contact; the distances of C-H···F bond are H1···F3 2.689 Å, H2···F4 2.666 Å, H8···F5 2.603 Å and H9···F3 2.522 Å. The supramolecular structure results from C-H···F bonds between adjacent columns. The distances between the columns are H3···F3 2.308 Å, H7···F2 2.536 Å and H5···F8 2.634 Å.
Experimental
A methanolic solution of Cu(AcO) 2 .H 2 O (5ml, 20 mmol dm -3 ) was transferred to a glass tube, and then a methanolic solution of Hbpypz (5ml, 20 mmol dm -3 ), NaPF 6 (5 ml, 10 mmol dm -3 ) were poured into the glass tube without mixing the 
Refinement
The C-bound hydrogen atoms in the bpypzion were placed at calculated positions (C-H = 0.95 Å) and were treated as riding on their parent atoms with U iso (H) = 1.2U eq (C).
Computing details
Data collection: RAPID-AUTO (Rigaku, 2002) ; cell refinement: RAPID-AUTO (Rigaku, 2002) ; data reduction: RAPID-AUTO (Rigaku, 2002) ; program(s) used to solve structure: Il Milione (Burla et al., 2007) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: CrystalStructure (Rigaku, 2010) ; software used to prepare material for publication: CrystalStructure (Rigaku, 2010) .
Figure 1
An ORTEP drawing of the title complex, showing 50% probability displacement ellipsoids. supplementary materials sup-3 Acta Cryst. (2013). E69, m455-m456
Figure 2
A fragment of one-dimensional structure of the title compound. Hydrogen bonds are shown as dashed lines.
Figure 3
Packing structures of the title complex viewed along the a axis (a) and the c axis (b).
Bis[µ-3,5-bis(pyridin-2-yl)pyrazolato]bis[(hexafluorophosphato)copper(II)]

Crystal data
[Cu 2 (C 13 
Special details
Refinement. Refinement was performed using all reflections. The weighted R-factor (wR) and goodness of fit (S) are based on F 2 . R-factor (gt) are based on F. The threshold expression of F 2 > 2.0 sigma(F 2 ) is used only for calculating Rfactor (gt). 0.0220 (8) 0.0260 (9) 0.0324 (10) −0.0017 (7) 0.0036 (7) 0.0014 (8) C6 0.0256 (9) 0.0232 (9) 0.0330 (10) −0.0025 (7) 0.0069 (7) −0.0016 (7) C7 0.0279 (9) 0.0277 (10) 0.0381 (11) −0.0038 (8) 0.0095 (8) −0.0078 (8) C8
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
0.0250 (8) 0.0271 (9) 0.0288 (9) −0.0005 (7) 0.0073 (7) −0.0040 (7) C9 0.0229 (8) 0.0291 (9) 0.0265 (9) 0.0016 (7) 0.0061 (7) 0.0015 (7) C10 0.0322 (10) 0.0392 (11) 0.0333 (10) −0.0023 (9) 0.0100 (8) −0.0092 (9) C11 0.0368 (11) 0.0457 (12) 0.0335 (11) 0.0041 (10) 0.0155 (9) −0.0042 (9) C12 0.0369 (11) 0.0407 (12) 0.0449 (13) −0.0004 (9) 0.0247 (10) 0.0031 (9) Symmetry codes: (ii) −x−1, y−1/2, −z+1/2; (iii) −x+1, −y+2, −z; (iv) x+1, y, z.
